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mSlo3 amino acid sequence (SEQ ID 



NO:l): 

MSQTLLDSLNQKELTETSCTIEIQAAFILSSJiATFFGGLIILFLFRIALKSSRSWKYVKGPRGLLELFSSRR 
IEANPLRKIjYFHGVFRQRIEMLLSAQTVVGQ^^VILVFVL^ 

fnaffsfyfglrfwaaedkikfwlemnsivd::ftipptfisyylksnwlglrflralrllelpkilqilqvi 
ktsnsvklskllsivistwftaagflhlvensgdpwlngrnsqtmsyfesiylvtatmstvgfgdvvaktsl 
grifivfftlgslilfanyipemvelfstrk <^tkpyeavkgkkfivvcgnitvdsvtaflrnflhwksgei 

NI E I VFLGETLPCLELETLLKCHTS CTNFVC jTALKFEDLKRVAVENSEACLILANHFCSDLHDEDNSNIMR 

VLSIKNYYPQTRVIIQILQSQNKVFLSKIPNTOWSAGDNILCFAELKLGFIAQGCIiVPGLCTFLTTLFIEQN 

QKVFPKHPWQKHFLNGLKNKILTQRLSNDFV3MTFPQVSRLCFVKLNLMLIAIQHKPFFHSCCTLILNPSSQ 

VRLNKDTLGFFIADSSKAVKRAFFYCSNCHSDVS^ 

IHASMSTEIHTCFSREQPSLITITTNRP^TTOD^ 

IWCVFGDAQCTLVGLRNFVMPLRASNYTRC ELKDIVFIGSLEYFQREWRFLRNFPKIHIMPGSALYMGDLI 

./ ^-\TLNIQSLRITSPTPGSSKSEVKPSSAFDSKERKQRYKQI 




SFSTGAVFSDTFLDSLLATSFYNYHVVELLQMLVTGGI 
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AVNVEQCSMCVIIATPYKALSSQTLVDTEJ 
PILTELKNPSNIHFIEQMGGIi'DGMLKGTSL: IL£ 
S S EMEHYLVKEKP YKTTDDYEAI KSGRTRC ^GL^SLDQTVLSGINPRKTFGQLFCGSLDNFGILCVGLYRM 
IDEEEPSQEHKRFVITRPSNECHLLPSDLVFC^PiFNTTCGKSDSSPFNFRLKTTLQTRRRHWPRGRISSIR 
TMPTSPTIFTQSTTRERGGLSTTTPESILVi TR 



mSlo3 nucleotide s 

ATGTCTCAAACATTGCTOGACAGTTTiy^^CAGAAGGAGTTGACGGAAACGTCATGTACAATCGAAATCCAG 
GCAGCGTTCATTCTTTCCTtCTTCjGCGAC'tTTCTTCGGGGGACTCATCATCTTATTCCTTTTCAGAATAGCC 
TTGAAAAGCTCAAGAAGTTGGAAATACGTCAAGGGGCCAAGAGGACTCTTGGAACTATTCTCATCACGTAGA 
ATCGAGGCTAATCCTTTGAGGAAACTTTAC ITTTCATGGAGTATTTCGTCAGCGCATCGAAATGCTGCTTTCT 
GCACAGACCGTCGTGGGGCAAGTGTTGGTC ATCCTTGTCTTTGTACTAAGCATCGGGTCTCTTGTGATCTAT 
TTCATCAATTCAATGGATCCTGTTCGAAGC TGTTCTTCATATGAAGACAAAATTGTCCATGGGGATTTGAGT 
TTCAACGCTTTCTTTAGCTTCTATTTTGGC TTGAGGTTTTGGGCAGCTGAAGACAAGATCAAGTTCTGGTTG 
GAGATGAATTCAATTGTAGACATTTTTACC ATCCCGCCAACCTTTATTTCTTATTATTTGAAGAGTAATTGG 
CTAGGTTTGAGATTTCTAAGAGCTCTGCGC TTGCTCGAACTCCCTAAAATCTTACAGATCCTACAAGTCATC 

CTGTTGTCAATAGTTATCAGTACCTGGTTCACGGCAGCAGGA 
CCCTGGCTCAACGGAAGAAACTCACAGACTATGTCATACTTT 
TCAACTGTTGGCTTTGGGGACGTGGTGGCCAAGACATCCCTA 
GGACGGATTTTCATTGTTTTCTTCACCCTT GGGAGTTTGATACTATTTGCAAACTACATTCCAGAAATGGTG 
GAGCTCTTTTCTACCAGGAAGAAATACACC AAGCCCTACGAAGCAGTCAAAGGAAAAAAGTTCATCGTGGTC 
TGTGGAAACATCACAGTTGACAGTGTTACI GCTTTCCTGAGGAATTTTCTCCACTGGAAGTCCGGGGAAATC 
AAT ATTGAGATCGT ATTC CTTGG AGAG AC! CTCCCTTGCTTGGAACTGGAGACCTTACTGAAGTGCCACACA 
TCCTGTACCAACTTCGTATGCGGCACCGCfi CTGAAGTTCGAGGATCTGAAGCGAGTTGCAGTGGAGAACTCG 
GAGGCGTGCCTGATTCTAGCCAACCATTTCTGTAGTGACTTACATGACGAAGACAACTCAAACATTATGAGG 
GTGCTCTCGATGAAGAACTATTATCCAGAGACCAGAGTCATCATTCAGATACTTCAGTCTCAAAACAAGGTT 



AAGACCAGCAATTCAGTGAAGCTTTCCAA^ 
TTCCTTCACCTGGTGGAAAATTCTGGTGAC 
GAGTCTATTTATCTGGTGACAGCAACAATG 
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ill 



15 



20 



25 



TTCCTGTCAAAAATCCCCAACTGGGACTGGAGTGCTGGAGACAATATCCTCTGCTTTGCAGAGCTAAAGCTC 
GGATTTATCGCCCAAGGCTGCTTGGTGCCAGGicTGTGCACCTTTCTCACGACTCTGTTCATTGAACAAAAC 
CAAAAGGTTTTTCCTAAACATCCCTGGCAAAA \CATTTCTTGAATGGCTTGAAGAACAAGATTCTGACACAG 
CGCCTCTCTAACGACTTCGTGGGGATGACATT rCCCCAGGTCTCCCGGCTCTGCTTTGTGAAGCTAAATCTC 
ATGCTGATCGCCATCCAACACAAGCCCTTCTT rCACAGTTGTTGCACTCTGATACTAAACCCATCATCCCAA 
GTGAGGCTGAATAAGGACACCTTAGGGTTCT1 CATTGCGGACTCCTCCAAAGCCGTCAAAAGGGCTTTCTTT 
TACTGTTCCAACTGTCACAGCGATGTGTGCMTCCTGAGCTAATTGGAAAGTGTAACTGTAAAATCAAGAGC 
CGACAACAACTCATAGCACCGACCATCATGG1 GATGAAAAGCAGCTTGACCGATTTCACCACTTCTTCACAC 
ATCCACGCTTCTATGTCAACAGAAATTCACAC TTGTTTTTCAAGAGAACAGCCTAGTTTGATCACCATTACA 

.TGATACCGACATGCTGGACAGCAGTGGCATGTTTCACTGG 
TGCAGAGCAATGCCCTTGGACAAGGTGGTTCTIGAAACGAAGTGAGAAGGC^AAACACGAGTTTCAGAACCAC 
ATTGTAGTATGCGTGTTTGGAGATGCCCAATCTTACCCTGGTGGGGCTTCGGAATTTCGTGATGCCCCTGAGA 
GCCAGCAACTACACCCGGCAGGAGCTGAAGGAtATTGTTTTTATTGGGTCTCTGGAGTACTTCCAGAGAGAA 

tggcgatttctccgaaactttcccaagatacaI^attatgcctggatctgcactctacatgggagatctgatt 

GCAGTCAATGTAGAGCAGTGCTCTATGTGCGTC^ I CFTAGCCACACCCTACAAGGCACTGAGCAGCCAGATT 

CTGGTGGACACAGAGGCCATCATGGCCACOTK AACATCCAGTCCCTGCGGATCACCAGTCCTACTCCAGGG 

TCTTCAAAGTCAGAAGTAAAGCCATCAT^TGCC TTT^TAGTAAAGAAAGGAAGCAAAGATACAAACAGATC 

CCCATTCTCACTGAACTGAAGAATCCOTCCAACATOCACTTTATTGAGCAGATGGGCGGACTGGATGGAATG 

CTCAAAGGGACTAGCTTGCATCTCAGcACTTCT^T 

TCTCTCCTGGCCACGTCCTTCTAC ^^ 

AGCT CTG AG ATGGAAC ACTATTTGGTTAAGGAG VAGC C CT ATAAG ACAACTGACG ACTATG AGGCAATCAAG 
TCTGGGAGGACGCGGTGTAAGCTGGGACTCCTCTCTTTAGACCAAACCGTTCTATCAGGCATTAATCCAAGA 
AAAACCTTTGGACAGCTGTTCTGTGGCTCATTG< JATAATTTCGGGATCCTATGTGTCGGCTTATACCGTATG 
ATTG ATG AAG AGGAAC C C AGC C AAGAAC AC AAAJ lGGTTTGTG ATCAC CAGGC C ATCC AATG AGTGC C ACCTG 
CTGCCCTCAGATCTCGTGTTTTGTGCCATCCCT1 TCAACACCACCTGTGGCAAATCAGACAGCAGTCCTTTC 
AATTTC AGG CTCAAAAC AACTCTACAAACGCG AC GACGCCATTGGCCCAGGGGTCGAATTTCTTCGATTCGC 
ACCATGCCGACGAGTCCCACGATCTTTACCCAG1 CGACGACACGGG AG AG AGGTGGT CTC AG C AC C AC C ACT 



CCCGAGTCTATCCTTTGGACACGTTAG 



30 hSlo3 amino acid sequence (SEQ ID NO 



:3): 



GLAALILSSFVTLFSGLISLLIFRLIWRXVKKWQ CIKGTGIILELFTSGTIARSHVRSLHFQGQFRDHIEML 
LSAQTFVGQVIjVILVFVLSIGSLIIYFINSADPVGTLFII 



hSIo3 nucleotide sequence (SEQ ID NO:4): 

35 GGCTTGGCAGCGCTCATTCTTTCCTCCTTTGTGACj|cCTCTTGAGTGGACTGATCAG 

ctgatctggagayctgttaaaaaatggouvatc^t^^ 
ggtacgatcgctaggagcgatgtaagaagcctccaottcgagggag 
ctttcagcccagacctttgtggggcaagtgttggtc 
atctatttcatcaattcwgctgaccctgttggaacgc^gtt^ 
40 tttggttttg^tgctttctttagtt^ 
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C3 

01 
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hSlo3-a amino acid sequence 

GLAAFI LS S FVTLFSGL I 
LSAQTFVGQVLVILVFVLSIGSLIIYF 



(S^Q ID NO:5) 

IKGTGIILELFTSGTIARSHVRSLHFQGQFRDHIEML 
NSADPVGTLFII 



SLLIFRLI WRXVKKWQ I 



hSlo3-b amino acid sequence 

GLAAL I LS S FVTLFTGL I S LL I FRL 
LSAQTFVGQVLVILVFVLSIGSLI 



(S$Q ID NO:6) 

I WI^X VKKWQ 1 1 KGTG I ILELFTSGTIARSHVRSLHFQGQFRDHIEML 
I 



I YF I MS AD P VGTLF 1 1 



10 hSlo3-c amino acid sequence (SEQ ID NO:7) 



GIjAAIiILSSFVTLFSGLISLLIFRLIWRJ 



VKKWQIIKGTGIILELFTSGTIARSHVRSLHFQGQFRDHIEML 



LSAQTFVGQVLVILVFVLSIGSLIIYFIKSITOPVGTLFII 

hSlo3-l amino acid sequence (SEO ID NO:16) 

MFQTKLRNETWEDLPKMSCTTEIQAAFIL^F>V^ 

IARSHVRSLHFQGQFRDHIEMLLSAQTE^3QVLVILVFVLSIGSLIIYFINSADPVGSCSSYEDKTIPIDLV 
FNAFFSFYFGLRFMAADDKIKFWLE^NSI ^IFTIPPTFISYTf^ 
KTSNSVKFSKLLSIILSTWFTAAOfclHL^ 
GRTFIMFFTLGSLILFANYIPEMVELF/ 



VLSIKNYDSTTRIIIQILQSHNKVYLPKI 
KKVMPKQTWKKHFLNSMKNKILTQRLSDD 



NSGDPWLKGRNSQJ^rSYFESIYLVMATTSTVGFGDWAKTSL 
^ICY^K-S^^T^KGKKFIVVCGNITVDSVTAFLRNFLRDKSGEI 
20 NTEIVFLGETPPSLELETIFKC^YLiAY^TF ESGSAMKWEDLRRVAVESAEACLIIANPLCSDSHAEDISNIMR 



PSWNWDTGDNI ICFAELKLGFIAQGCLVPGLCTFLTSLFVEQN 
AGMSFPEVARLCFIiKMYLLLIAIEYKSLFTDGFCGLILNPPP 

QVRIRKNTLGFFIAETPKDVRRALFYCSVdm^ 
SGQDSPPRVSASTSSISNFTTRTLQHDVEQDSDQLDSSGMFH^ 

25 FGDAHSAPMGLRNFVMPLRASNYTRKELKOTVFI^ 

QCSMCAVLSPPPQPSSNQTLVDTEAIMATLlTIGSLQIDSSSDPSPSVSEETPGYTNGHNEKSNCRKVPILTE 

LKNPSNIHFIEQLGGLEGSLQETNLHLSTAFSTGTVFSSSFIiDSLLATAFYNYHVLEL^ 

QHLDKDKV^GVADSCTSLLSGRNRCKLGLLS^ 

LNPENKRFVITRPANEFKLLPSDLVFCAIP^STACYKRNEEFSLQKSY^IVNKASQTTEDTFRHKLSSHP 
30 QLLRHCIHQS ILTSRELTPSLFLSK 



hSlo3-l nucleotide sequence (SEQ IDlNO:17) 

ATGTTTGAGACTAAGCTACGAAATGAAACTTGGGAAGACTT 

GCAGCATTCATTCTCTCTTCCTTTGTGACCTTCTTCAGTGGACTCATCATCCTGTTGATCTTCAGGCTGATC 

3 5 TGGAGATCTGTTAAAAAATGGCAAATCATCAAOGGAACAGG 

ATCGCTAGGAGCCATGTAAGAAGCCTCCACTTQCAGGGACAATTTCGTGATCATATAGAAATGTTG^ 

gccgagacctttgtggggcaagtgttggtgatctttgtctttgtactaagcattgggtctcttataatctat 
ttcatcaattctgctgaccctgttggaagctgtVcat 

ttcaatgctttctttagtttctattttggattgaggtttatggcagctgatgacaagatcaagttctggctg 
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GAGATGAATTCAATCGTAGACATCTTTACGATC 



^ h C ACCAACCTTT ATTTCTTATT ATTTGAAGAGCAATTGG 
CTAGGTTTAAGGTTCCTAAGAGCCTTGCGCCTdCTAGAACTCCCTCAAATCTTGCAAATTCTACGAGCCATC 
AAGACCAGTAACTCAGTGAAGTTTTCCAAACTG CTGTCAATAATTCTCAGTACCTGGTTCACAGCTGCGGGA 
TTCATTCACCTGGTGGAAAATTCTGGTGATCCCTGGCTCAAAGGTAGAAATTCACAGAATATATCATATTTT 
GAGTCAATTTACCTGGTCATGGCAACAACGTCA ACCGTTGGATTTGGAGATGTGGTAGCCAAGACATCCTTA 
GGACGGACCTTCATCATGTTCTTCACACTGGGC AGTTTGATATTATTTGCGAACTATATACCTGAAATGGTG 
GAACTGTTTGCTAACAAGAGGAAATACACCAGTTCMTATGAAGCACTCAAAGGAAAGAAGTTTATTGTGGTC 
TGTGGAAACATCACTGTGGACAGTGTGACCGC CTTCCTGAGGAATTTCCTCCGCGACAAGTCAGGAGAGATC 
AAC ACTG AAATTGTTTTC CTGGGAGAAAC CC C E" CCTTCTTTGG AACTTGAAAC CATATTTAAATGCTACTTG 
GCCTACACAACGTTCATTTCTGGATCTGCAAT3AAGTGGGAGGATCTGAGGCGAGTTGCGGTGGAATCTGCA 
GAGGCATGCCTGATTATAGCCAATCCTTTGTGCAGTGATTCCCATGCTGAAGATATTTCCAACATTATGAGG 
GTGCTCTCTATCAAGAACTATGATTCTACCAC CAGAATCATCATACAGATACTGCAATCCCATAACAAGGTT 
TATCTGCCAAAGATTCCCAGCTGGAACTGGG^ CACCGGAGACAACATCATCTGCTTTGCTGAATTAAAACTT 
GGATTTATCGCCCAAGGCTGTTTGGTGCCAGG€fTCTGTACCTTCCTAACATCTCTATTTGTGGAGCAAAAC 
AAAAAGGTTATGCCTAAACAGACCTGGAAGAAACACTTCTTGAATAGCATGAAAAACAAAATTCTGACCCA^ 



/ 

CGTCTCTCTGATGACTTTGCTGGAATGAG 




'TCCTGAAGTTGCCCGGCTCTGCTTTCTGAAGATGTACCTC 



"CTGTGGTCTGATACTAAATCCACCTCCA 
■GCTGAAACTCCAAAGGACGTCAGAAGAGCCTTG 



5ATGGT£FC 

yFtgctgai 



CTGTTGATAGCCATCGAATACAA^CCCTATfrTACGGATGGr 
CAAGTGAGGATACGTAAGAACA(mTTAGGGTTCTTT?r 
TTTTACTGTTCAGTCTGTCATGATG^GTGTTCATTCCTGAGCTAATTACAAACTGTGGCTGCAAAAGCAGA 
AGCCGGCAGCACATCACAGTGCCATCGGTAAAGAGAATGAAAAAATGTCTGAAGGGAATCTCCTCTCGTATA 
TCAGGGCAGGATTCTCCGCCAAGGGTATCTC CAAGCACTTCGAGCATATCAAACTTCACGACCAGGACTCTT 
CAACATGATGTAGAACAAGATTCTGACCAGCTTGATAGCAGTGGGATGTTTCACTGGTGCAAACCAACCTCT 
TTGGACAAGGTGACTCTGAAACGAACTGGCJ AGTCAAAGTATAAGTTTCGGAACCATATTGTAGCATGTGTA 
TTTGGAGATGCCCACTCAGCCCCGATGGGGCTTCGGAACTTTGTAATGCCCTTGAGAGCCAGCAACTATACC 
AGGAAGGAGCTGAAGGACATAGTGTTCATTGGGTCTCTGGACTATCTACAGAGAGAATGGCGATTTCTCCGG 
AATTTTCCCCAGATATACATTCTGCCTGGATGTGCACTTTATTCTGGAGACCTCCATGCGGCCAACATAGAG 
C AATGCT C CATGTGTG CTGTCTTGTC C C C C C CAC CCC AGC C ATCAAGCAAC C AG ACTTTGGT AGAC AC AGAA 
GCCATCATGGCAACCCTCACCATCGGATCC1 TGCAAATTGACTCCTCCTCTGACCCGTCACCCTCAGTGTCA 

gaggagactccaggttacacaaatggacatJatgagaaatcaaactgccgaaaagtccctatccttactgaa 
ctgaaaaatccttccaacattcactttattgI^cagcttggtggactggaagggtccctccaagaaacaaat 
ctgcatctcagcactgccttttctacgggcaLtgttttttccagcagcttcttggattctctgctggccacg 
gccttctacaattatcatgtcctggaattgcttcagatgctggtgacaggaggagtaagttctcagctggaa 

CAACATTTAGATAAGGATAAAGTCTATGGTG'5GGCAGATAGCTGCACGTCGCTCTTGTCTGGAAGAAACCGG 

tgtaagctggggcttctgtccttac^cgaaacW^ 

CTGTTCTGTGGCTCATTAGATCTTTTTGGAATCCTGTGTGTTGGCTTATACCGAATAATTGATGAAGAGGAG 
CTCAACCC^GAAAACAAAAGGTTTGTGATCAC^CGGCCAGCCAATGAGTTCAAGCTGCTGCCTTCAGATCTT 

GTGTTTTGTGCCATACCCTTCAGCACTGC^ 

GAAATTGT AAAT AAAGC AT C ACAGACAACAGAGQ5 ACAC ATT CAG ACAC AAATTGT C CTC C CAC C C ATTG ATT 

c^gttactgagac^ttgtattcaccagtctact^ 

AAATAGG 
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hSlo3-2 amino acid sequence (SEQ ID NO: 18) 

MFQTKLRNETWEDLPKMSCTTSIQAAFILSSF^^FFSGLIILLIFRLIWRSVKKWQIIKGTGIILELFTSGT 
IARSHVRSLHFQGQFRDHIEMLLSAQTFVGQV1 jVILVFVLSIGSLIIYFINSADPVGSCSSYEDKTIPIDLV 
FNAFFSFYFGLRFMAADDKI KFWLEMNS IVDIKTIPPTFIS YYLKSNWLGLRFLRALRLLELPQILQILRAI 
K^SNSVKFSKLLSIILSTWFTAAGFIHLVENSCJDPWLKGRNSQNISYFESIYLVMATTSTVGFGDW 
GRTFIMFFTLGSLILFANYIPEMVELFANKRKTTSSYEALKGK^FIW 

NTEIVFLGETPPSLELETIFKCYLAYTTFISGSAMKWEDLRRVAVESAEACLIIANPLCSDSHAEDISNIMR 
VLS IKNYDSTTRI I IQILQSHNKVYLPKIPSW1IWDTGDNI ICFAELKLGFIAQGCLVPGLCTFLTSLFVEQN 
KKVMPKQTWKKHFLNSMKNKI LTQRLSDDFAGMSFPEVARGLILNPPPQVRIRKNTLGFFIAETPKDVRRAIj 
FYCSVCHDDVFIPELITNCGCKSRSRQHITVP 3 VKRMKKCLKGI S SRI SGQDS P PRVS ASTS S I SNFTTRTL 
QHDVEQDSDQLDSSGMFHWCKPTSLDKVTLKR TGKSKYKFRNHIVACVFGDAHSAPMGLRNFVMPLRASNYT 
RKELKIDIVFIGSLDYLQREWRFLRNFPQIYIIPGCALYSGDLHAANIEQCSMCAVLSPPPQPSSNQTLVDTE 
AIMATLTIGSLQIDSSSDPSPSVSEETPGYT* GHNEKSNCRKVPILTELKNPSNIHFIEQLGGLEGSLQETN 

■ELLQMLVTGGVSSQLEQHLDKDKVYGVADSCTSLLSGRNR 
jFGILCVGLYRIIDEEELNPENKRFVITRPANEFKLLPSDL 
2TTEDTFRHKLSSHPLIQLLRHCIHQSILTSRELTPSLFLS 



LHL S T AF S TGTVF S S S FLD S LLATAF 
CKLGLLSLHETILSDVNPRNTFGQLFCQ 
VFC AI P F S T AC YKRNEE F S LQKS YE 1, 




K 



hSlo-3-2 nucleotide sequen'ce (£EQ ID NO:19) 

ATGTTTCAGACTAAGCTACGAAATGAAACTTGGGAAGACTTGCCAAAAATGTCCTGCACAACTGAGATCCAA 
GCAGCATTCATTCTCTCTTCCTTTGTGACC: 'TCTTCAGTGGACTCATCATCCTGTTGATCTTCAGGCTGATC 
TGGAGATCTGTTAAAAAATGGCAAATCATCAAGGGAACAGGAATTATCTTGGAACTGTTCACATCAGGTACC 
ATCGCTAGGAGCCATGTAAGAAGCCTCCACTTCCAGGGACAATTTCGTGATCATATAGAAATGTTGCTTTCA 
GCCCAGACCTTTGTGGGGCAAGTGTTGGTGATCCTTGTCTTTGTACTAAGCATTGGGTCTCTTATAATCTAT 
TTCATCAATTCTGCTGACCCTGTTGGAAGCTGTTCATCATATGAAGACAAAACCATTCCTATTGATTTGGTT 
TTCAATGCTTTCTTTAGTTTCTATTTTGGATTGAGGTTTATGGCAGCTGATGACAAGATCAAGTTCTGGCTG 
GAG ATGAATTCAATCGT AGAC ATCTTT AC C ATC CCACC AAC CTTT ATTTCTT ATT ATTTGAAGAGCAATTGG 
CTAGGTTTAAGGTTCCTAAGAGCCTTGCGCCTGCTAgAACTCCCTCAAATCTTGCAAATTCTACGAGCCATC 
AAGACCAGTAACTCAGTGAAGTTTTCCAAAGTGCTGTCAATAATTCTCAGTACCTGGTTCACAGCTGCGGGA 
TTCATTCACCTGGTGGAAAATTCTGGTGATC CCTGGCTCAAAGGTAGAAATTCACAGAATATATCATATTTT 
GAGTCAATTTACCTGGTCATGGC^CAACGTCAACCGTTGGATTTGGAGATGTGGTAGCCAAGACATCCTTA 
GGACGGACCTTCATCATGTTCTTCACACTGGGGAGTTTGATATTATTTGCGAACTATATACCTGAAATGGTG 
GAACTGTTTGCTAACAAGAgGAAATACACCAGTTCMTATGAAGCACTCAAAGGAAAGAAGTTTATTGTGGTC 
TGTGGAAACATCACTGTGGACAGTGTGACCGGTTTCCTGAGGAATTTCCTCCGCGACAAGTCAGGAGAGATC 
AACACTGAAATTGTTTTCCTGGGAGAAACCCOrCCTTCTTTGGAACTTGAAACCATATTTAAATGCTACTTG 
GCCTACACAACGTTCATTTCTGGATCTGCAATGAAGTGGGAGGATCTGAGGCGAGTTGCGGTGGAATCTGCA 
GAGGCATGCCTGATTATAGCCAATCCTTTGTGCAGTGATTCCCATGCTGAAGATATTTCCAACATTATGAGG 
GTGCTCTCTATCAAGAACTATGATTCTACCACSAGAATCATCATACAGATACTGCAATCCCATAACAAGGTT 
TATCTGCCAAAGATTCCCAGCTGGAACTGGGACmCCGGAGACAACATCAT^ 
GGATTTATCGCCGAAGGCTGTTTGGTGCCAGGQTTGTGTACCTTCCTAA 
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aaaaaggttatgcctaaacagacctggaagaaaca wttcttgaatagcatgaaaaacaaaattctgacccaa 
cgtctctctgatgactttgctggaatgagctttccrgaagttgcccgtggtctgatactaaatccacctcca 
caagtgaggatacgtaagaacacattagggttctt rattgctgaaactccaaaggacgtcagaagagccttg 
ttttactgttcagtctgtcatgatgatgtgttcat rcctgagctaattacaaactgtggctgcaaaagcaga 
agccggcagcacatcacagtgccatcggtaaagaqaatgaaaaaatgtctgaagggaatctcctctcgtata 
tcagggcaggattctccgccaagggtatctgcaagcacttcgagcatatcaaacttcaccaccaggactctt 
caacatgatgtagaacaagattctgaccagcttgptagcagtgggatgtttcactggtgcaaaccaacctct 
ttggacaaggtgactctgaaacgaactggcaagtc aaagtataagtttcggaaccatattgtagcatgtgta 
tttggagatgcccactcagccccgatggggcttcggaactttgtaatgcccttgagagccagcaactatacc 
aggaaggagctgaaggacatagtgttcattgggt|:tctggactatctacagagagaatggcgatttctccgg 

AATTTTCCCCAGATATACATTCTGCCTGGATGTG CACTTTATTCTGGAGACCTCCATGCGGCCAACATAGAG 

caatgctccatgtgtgctgtcttgtcccccccaccccagccatcaagcaaccagactttggtagacacagaa 
gccatcatggcaaccctcaccatcggatccttg<:aaattgactcctcctctgacccgtcaccctcagtgtca 

GAGGAGACTCCAGGTTACACAAATGGACATA^TGrAGAAATCAAACTGCCGAAAAGTCCCTATCCTTACTGAA 
CTGAAAAATCCTTCCAACATTCACTTTATTGAA^ 

CTGCATCTCAGCACTGCCTTTTCTACGGGfc^CTGTTTTTTCCAGCAGCTTCTTGGATTCTCTGCTGGCCACG 
GCCTTCTACAATTATCATGTCCTGGAATTGCTT :AGATGCTGGTGACAGGAGGAGTAAGTTCTCAGCTGGAA 
CAACATTTAGATAAGGATAAAGTCTATGGTGTG jCAGATAGCTGCACGTCGCTCTTGTCTGGAAGAAACCGG 
TGTAAGCTGGGGCTTCTGTCCTTACACGAAACGATTTTATCAGACGTTAATCCAAGAAACACCTTTGGACAA 
CTGTTCTGTGGCTCATTAGATCTTTTTGGAATCCTGTGTGTTGGCTTATACCGAATAATTGATGAAGAGGAG 
CTCAACCCAGAAAACAAAAGGTTTGTGATCACCCGGCCAGCCAATGAGTTCAAGCTGCTGCCTTCAGATCTT 
GTGTTTTGTGCCATACCCTTCAGCACTGCTTGTTATAAAAGGAATGAAGAGTTCTCATTGCAAAAGTCATAT 
GAAATTGTAAATAAAGCATCACAGACAACAGAGGACACATTCAGACACAAATTGTCCTCCCACCCATTGATT 
CAGTTACTGAGACATTGTATTCACCAGTCTATIjCTTACCAGCCGAGAACTAACTCCCTCTCTTTTCCTAAGC 

AAATAGT 
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